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Methods: We isolated DNA from bacterial and fungal communities in soil samples gathered from eight farms
throughout New York City’s five boroughs. To identify different microbial sequences, we used a targeted
approach using a specific primer region to anneal to the microbial DNA. This primer enabled the selective
amplification of microbial DNA fragments, which were then sequenced to characterize and identify the
microbial diversity presentin the soil samples.
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16S Soil bacterial communities: The communities of soil bacteria at Randalls Island Urban
Farm (shown with pink dots) are similar in composition to those at farms across NYC
established more than a decade ago, but they are different from the younger farms.

PCoA of 16S rRNA gene OTUs
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Soil bacterial diversity: The diversity of soil bacteria at Randalls Island Urban
Farm (shown with a blue bar) is similar across the range of farms we sampled
across the city.



16S
Most abundant types of soil bacteria: The most common soil bacteria at

Randalls Island Urban Farm (bar labeled as 10 yr old) are noted in the box. The
colors show the relative abundance of the bacteria type in the soils.
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ITS

Soil fungal communities: The communities of soil fungi at Randalls Island Urban
Farm (shown with pink dots) are similar in composition to those at farms across
NYC established more than four ago, but they are different from the youngest

farms. PCoA of ITS gene OTUs
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Soil fungal diversity: The diversity of soil fungi at Randalls Island Urban Farm
(shown with a blue bar) is similar across the range of farms we sampled across the
city.



ITS
Most abundant types of soil fungi: The most common soil fungi at Randalls Island

Urban Farm (bar labeled as 10 yr old) are noted in the box. The colors show the
relative abundance of the fungi type in the soils.
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